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[5]: import seaborn as sns
import pandas as pd
# Chargement des données Iris
iris = sns.load_dataset('iris')

# Affichage des 5 premières lignes
print(iris.head())

sepal_length sepal_width petal_length petal_width species
0 5.1 3.5 1.4 0.2 setosa
1 4.9 3.0 1.4 0.2 setosa
2 4.7 3.2 1.3 0.2 setosa
3 4.6 3.1 1.5 0.2 setosa
4 5.0 3.6 1.4 0.2 setosa

[7]: # Vérification des valeurs manquantes
print(iris.isnull().sum())

sepal_length 0
sepal_width 0
petal_length 0
petal_width 0
species 0
dtype: int64

[9]: from sklearn.preprocessing import StandardScaler
# Sélection des colonnes numériques (sans la colonne 'species')
iris_features = iris.drop(columns='species')
# Normalisation des données
scaler = StandardScaler()
iris_normalized = pd.DataFrame(scaler.fit_transform(iris_features),␣
↪→columns=iris_features.columns)

# Ajout de la colonne 'species' de nouveau
iris_normalized['species'] = iris['species']
print(iris_normalized.head())

sepal_length sepal_width petal_length petal_width species
0 -0.900681 1.019004 -1.340227 -1.315444 setosa
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1 -1.143017 -0.131979 -1.340227 -1.315444 setosa
2 -1.385353 0.328414 -1.397064 -1.315444 setosa
3 -1.506521 0.098217 -1.283389 -1.315444 setosa
4 -1.021849 1.249201 -1.340227 -1.315444 setosa

[11]: # Exemple de filtrage sur les colonnes longueur des sépales et des pétales
filtered_data = iris[['sepal_length', 'petal_length', 'species']]
print(filtered_data.head())

sepal_length petal_length species
0 5.1 1.4 setosa
1 4.9 1.4 setosa
2 4.7 1.3 setosa
3 4.6 1.5 setosa
4 5.0 1.4 setosa

[11]: import matplotlib.pyplot as plt

# Visualisation de la distribution des espèces
sns.pairplot(iris, hue="species")
plt.show()
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